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Suppl. 6. Multiple alignment of a segmentof 3" UTR-Isequence from T. crugiisolates
listed in Table 1 and those sequences obtained in this study from 058PU]J (GenBank
ID: KU973680, KU973681) and D.A. (KU973682) isolates. Sequences were aligned
with CLUSTAL Omega [1.2.4] program. Numbers on the right correspond to the
nucleotide position in the sequence. An asterisk means that nucleotides are identical
in all sequences show in the alignment. The motif of RNA is indicated in bold.

JR ¢l. 4 CAUUAGGGAUGACAAUCAVAGUCG-UUD 59
DnZsc CAUURGGGAVCACAAUCAUAGUCC~UUD 59
X1 CAUUAGGG
KU 3680.1 JCC GCAUUACGGAVCACAAUCAUAGUCG -3
KU973681.1 yUCUUUAGCAUUAGGGAUGACAAUCAUAGUCG-UU 56
KU973682.1 AGUCUUUAGCAUUAGGGAUGACAAUCAUAGUCG - UUDGCA 59
LBrenerkl DCCUUAGCAUUAGGGAVGACAAUCAURGUCG~UUDGCAGCUU YUUGG - >
Esmerald UUAGGGAUGA CAAUCAVUAGUCGUUUDGCAGCUUCGUUGAGGUUGGUA €
X Uk AUVGACAAUCAUAGUCGUUUDGCAGCUUCGUD SGUU 60
CLBrenerNEL TAG UAGGGAUGACAATUCAVUAGUCG -
CLBrener JGGCAUUACGGAUCACAAUCAUNGUCGUY el
Tula.Cl UUAGGGAUGACAAUCAUNGUC! > 60
Marinkellel JUAGGGAUCGACAAUCAUAGUCG-UUD 9
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