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Suppl. 7. Multiple alignment of a segment of 3° UTR-II sequence from T.
cruzi isolates listed in Table 1 and those sequences obtained in this study from
058PU]J (GenBank ID: KU973678) and D.A. (GenBank ID: KU973679) isolates.
Sequences were aligned with CLUSTAL Omega [1.2.4] program. Numbers on the
right correspond to the nucleotide position in the sequence. An asterisk means that
nucleotides are identical in all sequences show in the alignment. The motifs of RNA
are indicated in bold. The polymorphisms present in the RNA motifs are shown in
red letters.

JR_cl._4 GGAGGUACGAUGCGAGAAGARGAAGAAAAAA - ~ AR - = = = === = = AAAAAGAAAGAAGUAR 296
Dm28c GGAGGUACGAUGCGAGAAGAAGAAGAAGARG - AAA - - === ===~ AAARAGAANGAAGUAA 287
Sylvio X10/1 GGAGGUACGAUGCGAGARAGAAGAAGAA == =A== A= = = == = = = = ASAPNGARAGAAGUAR 283
KU973678.1 GGAGGUACGAUGCGAGAAGAAGAAGAAGARG - AAA - - - = = = - - ~ AAARAGAANGAAGUAA 289
KU973679.1 GGAGGUACGAUGCGAGAAGAAGAAGAAGAAG - AAA - -~ ———= -~ AAARAGAAAGAAGUAR 289
CLBrenerEL GGAGGUACAAUGCGAGAAGAAGAAGAAGARG - AAARA - AGAAAAAAARAGAANGAAGUAA 289
sneraldo GGAAGUACAAUGCGAGAAGAAGAAGARGARG - ARAAGGARAAAAAAAAAAUAAGGAAGUAA 291
Y GGAAGUACARUGCGAGAAGARGAAGAAGARA ~GAARARAAAAAAAAAUAGAGCGAAGUAA 293
CLBrenerNEL GGAGGUACAAUGCGAGAAGANGAAGAAGANG - AAARA - AGAAAAAAAAAGAAAGAAGUAA 289
CLBrener GGGAAGUCAAIGCCGAGAAGAAGAAGANGAAGAAGGAAAAAAAAAAARAAUAGGAAGUAA 298
Tula.Cl2 GGAAGUACAAUGCGAGAAGANGAAGAAGANG - AAG - ~GAAAAAAAAAA UAAAGGAAGUAA 29%
Marinkellei AGAAGUACAAUGCGAUAAGAAAAAAARGGAA -~ AAUAA - == == = === == === m m o m mm e 261
. . LB R A Al A\l . . A
JR cl. 4 AAUGACGUUCGAGCGUAGUUARGCAURCCCUUUUGAGUGCACUGARCAGAUAAACARACA 346
Dm2 8¢ AAUGACGUUCGAGCGUAGUUAAGCAUACCCUUUUGAGUGCACUGAACAGAUAARCAAACA 347
sylvio _X10/1 AAUGACGUUCGAGCGUAGUUARGCAUACCCUUUUGAGUGCACUGARCAGAUAMCAANCA 343
KU973678.1 AAUGACGUUCGAGCGUAGUUARGCAUACCCUUUUGAGUGCACUGAACAGAUAARCAAACA 349
KU9736€79.1 AAUGACGUUCGAGOCUACUUAAGCAVACCCUUUUGAGUGCACUGAACAGAUAAACAAACA 344
CLBrenerEL AAUGACGUUCGAGCGUAGUUAAGCAUACCCUUGAG- - UACACUGAACAGAUAARCAAACA 347
sneraldo AAUGACGUUCGAGCGUGGUUARGCAUACCCUUGAG- - UACACUGAACAGAUAARCAAGCA 349
Y AAUGACGUUCGAGCGUGGUUARGCAUACCCUUGAG - ~ GACACUGAACAGAUAARCAAGCA 351
CLBrenerNEL AAUGACGUUCGAGOGUAGUUAAGCAVACCCUUGAG- ~UACACUGAACAGAUAARCAARACA 347
CLBrener AAUGACGUUCGACCGUGGUARAGCAUACCCCUUGAGUC CUGGACAGAUUARACARGC 354
Tula.Cl2 AMUGACGUUCGAGOGUGGUUANGCAUACCCUUGAG - ~ UACACUGAACAGAUAARCARGCA 353
Marinkellei COUUCGAGCGUAGUUARGCACACUCUUGAG - - UUCACUGAACAGAUARRCAAGCA 314
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